. A. Gene arrangement of CDS in the vicinity of chrBACF cluster (in black arrows). Mobile genetic elements are shown in red (Int) and green arrows (Tnp). Grey and white arrows show the hypothetical and putative proteins, respectively. B. The evolutionary relationships of ChrC (1) and ChrF (2) was performed using NJ and ML, showing similar topologies; thus, only the results obtained with NJ are shown. ChrA and ChrB trees showed similar topology to ChrC and ChrF trees ( Figure 5 ). Values between clades (1000 replicates) represent the bootstrap. 
